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a b s t r a c t
Habitat fragmentation poses a major threat to animal species worldwide. However, a lack of accurate and
easy-to-collect biomarkers can hamper the identiﬁcation of populations vulnerable to fragmentation.
Ptilochronology, the measurement of growth bar length from feathers, has been shown to respond to
individual nutritional status and may thus serve as a useful biomarker of habitat fragmentation in birds.
We examined the inﬂuence of habitat fragmentation on feather growth bar length in the free-living
Eurasian treecreeper (Certhia familiaris), an area-sensitive old-growth forest passerine breeding in boreal
forests under intense management. We found no clear indication that feather growth bar length was
associated with habitat fragmentation. However in young treecreepers, high amount of edge and large
number of patches tended to be related to shorter growth bar length. Our results thus provide no strong
support for the utility of ptilochronology as an important biomarker of habitat fragmentation in this
species.
© 2011 Elsevier Ltd. All rights reserved.

1. Introduction
Habitat fragmentation is of special concern to biologists (Fazey
et al., 2005), as it poses an important threat to global biodiversity
among almost all the taxonomic groups studied (Foley et al., 2005).
A major challenge is to identify vulnerable populations before irreversible demographic and genetic harm takes place. Thus there is
an urgent need for reliable, general and easy-to-use biomarkers of
health and well-being of individuals that can be applied in the ﬁeld
(Leung et al., 2003). One such potential phenotypic biomarker of
environmental stress in birds is ptilochronology, the measurement
of growth bars from feathers, since it does not require destructive sampling or specialised equipment to characterise (Lens and
Eggermont, 2008). Growth bars consist of alternating dark and
light bands, pairs of which are formed in a 24 h cycle during
moult as demonstrated under controlled conditions (Brodin, 1993).
Ptilochronology is primarily considered a measure of nutritional
stress in birds (Grubb, 2006).
Previous studies have shown that birds living in high-quality
environments, measured by indicators related to patch size, food
abundance and individual survival, have wider growth bars than
those in poorer quality areas (Yosef and Grubb, 1992; Carlson,
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1998; Brown et al., 2002). Although some of these studies have
considered habitat amount, they have not used a landscape scale
nor have they explicitly considered the process of fragmentation,
which includes both habitat loss and changes in habitat conﬁguration (Fahrig, 2003). Since habitat fragmentation has been shown
to reduce invertebrate abundance (Burke and Nol, 1998; Zanette
et al., 2000), it would be expected to shorten the growth bars of
birds living in fragmented habitats. To the best of our knowledge,
there is only one study that has previously explicitly examined the
association between habitat fragmentation and ptilochronology.
Stratford and Stouffer (2001) showed that in two Amazonian bird
species individuals found in fragmented landscapes had shorter
growth bars than those captured in continuous habitats. However,
this study did not examine a comprehensive set of habitat variables
simultaneously (Fahrig, 2003), leaving the utility of ptilochronology
as a biomarker of habitat fragmentation elusive.
Our aim was to investigate whether ptilochronology could
be used as a biomarker of habitat fragmentation in the
Eurasian treecreeper (Certhia familiaris, hereafter treecreeper). The
treecreeper is a small arboreal passerine with a large breeding territory (Suorsa et al., 2005), breeds preferably in old forests and
is specialised in foraging on tree-trunk arthropods (Suhonen and
Kuitunen, 1991). The effects of habitat fragmentation on adult
treecreepers are currently unknown, but in treecreeper nestlings
habitat fragmentation has been related to the stress response and
to reduced body condition (Suorsa et al., 2003, 2004).

E. Le Tortorec et al. / Ecological Indicators 15 (2012) 72–75

2. Methods
We sampled birds during 4 years (2000–2002 and 2006) in
our study site covering 1150 km2 in central Finland (centered on
62◦ 37 N, 26◦ 20 E), which is subjected to intensive commercial
forestry. Adult birds were trapped with mist nets near nest boxes
during their breeding season in June. We sampled a total of 125
adult treecreepers (2000 n = 28, 2001 n = 45, 2002 n = 29, and 2006
n = 36). All birds were measured, sexed, aged [age of two calendar
years (2cy) or older (+2cy)] and banded after which we plucked
the outermost left and right retrices (r6) from each individual. We
only included individuals that had been sampled in our study area
during the previous breeding season in order to be able to identify
the landscape in which the feathers had been moulted (mid June
to late July, P. Suorsa, unpublished data). In addition to using naturally moulted feathers we also included feathers that had been
grown to replace those removed by us in the previous year because
both types of feathers were regrown at the same time.
Feathers were photographed with a Panasonic FZ18 digital camera next to a length standard in a dark room with a light source
shining from a shallow angle. We measured growth bar width
using ImageJ software (Abramoff et al., 2004) so that the width of
one growth bar was taken as the distance between the midpoints
of two adjacent dark bands. In contrast to previous studies (e.g.
Grubb, 1989; Gienapp and Merilä, 2010), we measured the widths
of all visible growth bands individually. This enabled us to consider
larger number of bands (mean per individual: 25, range: 7–50) and
improved the accuracy of growth bar measurements by incorporating a longer time period per individual. For each growth bar we
also measured the distance from the start of the barbed part of the
feather, which described the locations of individual growth bars, as
well as the length of the entire feather [mean (SD): 46.6 mm (5.0)].
The repeatability of growth bars measured as an intra-class correlation (Lessells and Boag, 1987) was r = 0.70 (n = 32, F33,30 = 5.21,
p > 0.0001). All growth bars were measured without prior knowledge of the territory characteristics from which the feathers had
been collected.
Landscape variables were determined from two classiﬁed Landsat TM5 images with a resolution of 25 m (Tomppo et al., 2008)
taken in 2002 and 2005 to describe the landscape for feathers
collected in 2000–2002 and 2006, respectively. For calculating
landscape metrics we classiﬁed the landscape into non-forest
(water, ﬁelds and other open areas, and forests under 50 m3 /ha) and
forest (over 50 m3 /ha). We used a threshold of 50 m3 /ha because
treecreepers have been observed to only nest in forests over this
density (H. Hakkarainen, unpublished results). We used Fragstats
(McGarigal et al., 2002) to calculate landscape metrics of which
we selected ﬁve important ones (Fahrig, 2003): forest area, mean
nearest neighbor distance, mean patch size, number of patches and
amount of edge (Table 1). All landscape variables were calculated
within a radius of 500 m, which should correspond better to the
area that treecreepers utilise after their breeding season than their
breeding territory of 200 m (Suorsa et al., 2005).
We used principal component analysis (PCA) on the ﬁve landscape variables outlined above in order to reduce the number of
predictors by constructing linear orthogonal principal components
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(Khattree and Naik, 2000). We retained the ﬁrst two principal components (PCs), which cumulatively explained 73.8% of the total
variance. This variable reduction was done in order to avoid potential multicollinearity and over-ﬁtting (Harrell, 2001), since we were
also interested in including some biologically important interactions (see Section 4). We used orthogonal varimax rotation to make
the component loadings interpretable as correlations between PCs
and habitat variables (Table 1). Component loadings higher than
0.5 were considered as interpretable given the sample size (Budaev,
2010). These loadings indicate that PC1 was associated with forest
area, mean nearest neighbor distance, mean patch size and number of patches. PC2 was mostly associated with edge amount and
number of patches (Table 1).
We used a general linear mixed model (Littell et al., 2006) to
analyse the effects of landscape variables, measured as PC1 and
PC2 on growth bar width. As ﬁxed factors we also included sex,
the age when the feather was grown, the side from which each
feather was collected, the distance of each growth bar from the
start of the barbed area and feather length. On the basis of a priori biological expectations, interactions between PCs with age and
sex were also considered (Lens and Eggermont, 2008). Our model
included three random factors: the side from which the feather had
been removed nested within individual identity, territory identity
since numerous territories were included more than once and study
year. Likelihood ratio tests with mixture distributions were used to
determine the signiﬁcance of random terms (Bolker et al., 2009).
The Kenward–Rogers method was used to calculate the degrees
of freedom of ﬁxed effects and to estimate parameter estimates
and their standard errors (Littell et al., 2006). Since our goal was
to estimate and test the associations between the predictors and
the outcome as accurately as possible, our statistical inference was
based on a global. This model provides the most accurate point
estimates and their errors, and thus accurate p-values for statistical inference (Harrell, 2001). However, our biological conclusion
remained the same had we used model selection based on small
sample AIC (Burnham and Anderson, 2002): the base model including age-by-habitat interactions showed the best ﬁt to the data
(results not shown). All analyses were conducted with SAS statistical software version 9.22 (SAS Institute, Cary, NC, USA).
3. Results
We found that the association between growth bar width and
habitat fragmentation depended on individual age, but not on sex
(Table 2). When we analysed our data separately for age classes,
we found that young (2cy) individuals showed a weak negative
association between PC2 and growth bar width [estimate (SE):
−0.071 (0.039), F1,54.52 = 3.40, p = 0.07], while PC1 did not show a
relationship [0.031 (0.046), F1,55.61 = 0.47, p = 0.50]. In older (+2cy)
individuals neither PC1 [−0.040 (0.029), F1,38.93 = 1.91, p = 0.18] nor
PC2 [−0.050 (0.034), F1,48.43 = 2.19, p = 0.15] showed a statistically
signiﬁcant association. By using log likelihood values to compare
the model used and a model without the principal components or
their associated interactions, we found that 12.7% of total variance
was explained by the landscape characteristics studied. Variance in
growth bar width was further explained by individual and territory

Table 1
The ﬁrst two principal components (PCs) extracted from the principal component analyses of landscape variables measuring habitat loss and conﬁguration. Interpretable
component loadings (>0.5) are given in bold.
Landscape variable

Mean ± SD

Amount of forest habitat (ha)
Mean nearest neighbor distance (m)
Mean patch size (ha)
Number of patches
Amount of edge (m)

44.6
31.2
9.7
8.6
10550.8

±
±
±
±
±

10.6
11.3
12.9
5.1
1926.2

PC1 (53.1% variance explained)

PC2 (20.7% variance explained)

0.79
−0.82
0.84
−0.59
−0.03

−0.29
−0.27
−0.31
0.57
0.88

74

E. Le Tortorec et al. / Ecological Indicators 15 (2012) 72–75

Table 2
The results of the general linear mixed model explaining feather growth bar width in relation to habitat fragmentation and individual feather characteristics.
Independent variable
Fixed effects
PC1
PC2
Feather length (mm)
Growth bar location (mm)
Side (reference = left)
Sex (reference = male)
Age (reference = 2cy)
PC1 × Age (reference = 2cy)
PC2 × Age (reference = 2cy)
PC1 × Sex (reference = male)
PC2 × Sex (reference = male)
Random effects
Year
Side (individual ID)
Territory ID

dfnum,den

Estimate ± SE

1, 83.3
1, 89.6
1, 186.7
1, 3426.0
1, 142.3
1, 207.4
1, 286.1
1, 228.0
1, 361.6
1, 206.2
1, 132.7

0.093
−0.052
0.047
0.156
−0.011
−0.015
0.087
−0.113
0.079
−0.055
−0.072

1
1
1

identity and by study year. Feather length and the location of each
growth bar on the feather were also related to growth bar width,
but growth bar width did not differ between left and right sides
(Table 2).

4. Discussion
Our results did not show a clear and consistent association
between habitat fragmentation and growth bar width in treecreepers. In young treecreepers only, a higher amount of edge and
larger number of patches tended to be related to shorter growth
bar length. Our results thus differ from those of Stratford and
Stouffer (2001) who showed that birds captured in fragmented
landscapes had shorter growth bars than those found in continuous habitats. However, this difference may be explained by
several methodological differences. Most importantly, Stratford
and Stouffer (2001) were unclear whether individuals captured in
fragments had moulted in that particular landscape. Also, they used
only one estimate of fragmentation (fragment size) as compared
to our approach where we included ﬁve variables describing fragmentation, thus capturing much more of the important landscape
variability (Fahrig, 2003). In addition they did not consider the age
or the sex of individuals, which might have confounded their results
(Grubb et al., 1991) because feather growth rates have previously
been found to differ between age classes (Kern and Cowie, 2002)
and sexes (Gienapp and Merilä, 2010).
Ptilochronology is considered to be an indicator of nutritional
condition in birds (Grubb, 2006), meaning that in order for fragmentation to affect growth bar width it would need to affect
food availability. Our results thus indirectly suggest that habitat
fragmentation may not have affected the nutritional condition of
treecreepers. Treecreepers have been shown to locally deplete food
abundance during the breeding season (Jäntti et al., 2001), suggesting that food resources are limited during the postnuptial moult.
There is currently no direct evidence linking habitat fragmentation
to food availability in treecreepers, although small forest nesting
patch size has been found to be related to the stress response and
to lowered body condition in treecreeper nestlings (Suorsa et al.,
2003, 2004). Therefore it is possible that breeding birds shifted the
cost of nutritional stress on their nestlings and therefore no effect
on adult treecreepers was found.
Studies have shown that natural forests contain a more abundant and diverse set of invertebrates than managed ones in boreal
areas (Pettersson et al., 1995) and that the amount of invertebrates
is higher in large fragments than in small ones (Burke and Nol, 1998;
Zanette et al., 2000, but see Sekercioglu et al., 2002). However, any
decrease in food availability due to small fragment size could be

F/2

p

0.046
0.043
0.007
0.007
0.033
0.042
0.042
0.045
0.039
0.041
0.049

0.11
2.98
50.36
457.46
0.11
0.13
4.38
6.44
4.17
1.76
2.10

0.74
0.09
<.0001
<.0001
0.74
0.72
0.04
0.01
0.04
0.19
0.15

0.026 ± 0.023
0.052 ± 0.008
0.038 ± 0.011

37.94
308.4
31.55

<.0001
<.0001
<.0001

±
±
±
±
±
±
±
±
±
±
±

offset by an increase in food abundance in edge habitats (Helle and
Muona, 1985). Although our results did not show a clear association between habitat fragmentation and growth bar width, we did
ﬁnd that territory identity strongly inﬂuenced feather growth even
when individual identity and yearly variation were controlled for.
This suggests that there likely were unmeasured differences in territories in terms of food availability, which could be due to habitat
quality characteristics not directly affected by habitat fragmentation such as trunk density and forest age (Suorsa et al., 2003).
Easily measurable biomarkers are useful tools in identifying vulnerable populations before demographic and genetic harm takes
place. Our results do not favor the use of ptilochronology as a
sensitive and reliable bioindicator of habitat fragmentation in the
treecreeper. However, the association between habitat fragmentation and feather growth bar width has received very little attention
and we suggest that similar studies in different species using feathers moulted in a known landscape and taking age and sex into
account should be conducted before more general conclusion can
be drawn.

Acknowledgements
We would like to thank A. Nikula for help with GIS analyses. This
study was funded by the Academy of Finland (to H. Hakkarainen)
and the Finnish Forest Research Institute.

References
Abramoff, M.D., Magelhaes, P.J., Ram, S.J., 2004. Image processing with ImageJ. Biophoton. Int. 11, 36–42.
Bolker, B.M., Brooks, M.E., Clark, C.J., Geange, S.W., Poulsen, J.R., Stevens, M.H.H.,
White, J.-.S., 2009. Generalized linear mixed models: a practical guide for ecology
and evolution. Trends Ecol. Evol. 24, 127–135.
Brodin, A., 1993. Radio-ptilochronology: tracing radioactively labelled food in feathers. Ornis Scand. 24, 167–173.
Brown, D.R., Strong, C.M., Stouffer, P.C., 2002. Demographic effects of habitat selection by hermit thrushes wintering in a pine plantation landscape. J. Wildl.
Manage. 66, 407–416.
Budaev, S.V., 2010. Using principal components and factor analysis in animal
behaviour research: caveats and guidelines. Ethology 116, 472–480.
Burke, D., Nol, E., 1998. Inﬂuence of food abundance, nest-site habitat, and forest
fragmentation on breeding ovenbirds. Auk 115, 96–104.
Burnham, K.P., Anderson, D.R., 2002. Model Selection and Multi-Model Inference: A
Practical Information-Theoretic Approach. Springer-Verlag, New York.
Carlson, A., 1998. Territory quality and feather growth in the White-backed Woodpecker Dendrocopos leucotos. J. Avian Biol. 29, 205–207.
Fahrig, L., 2003. Effects of habitat fragmentation on biodiversity. Annu. Rev. Ecol.
Evol. Syst. 34, 487–515.
Fazey, I., Fischer, J., Lindenmayer, D., 2005. What do conservation biologists publish?
Biol. Conserv. 124, 63–73.
Foley, J., DeFries, R., Asner, G., Barford, C., Bonan, G., Carpenter, S., 2005. Global
consequences of land use. Science 309, 570–574.

E. Le Tortorec et al. / Ecological Indicators 15 (2012) 72–75
Gienapp, P., Merilä, J., 2010. Genetic and environmental effects on a conditiondependent trait: feather growth in Siberian jays. J. Evol. Biol. 23,
715–723.
Grubb, T.C., 2006. Ptilochronology: Feather Time and the Biology of Birds. Oxford
University Press, Oxford, UK.
Grubb, T.C., 1989. Ptilochronology: feather growth bars as indicators of nutritional
status. Auk 106, 314–320.
Grubb, T.C., Waite, T.A., Wiseman, A.J., 1991. Ptilochronology: induced feather
growth in northern cardinals varies with age, sex, ambient temperature, and
day length. Wilson Bull. 103, 435–445.
Harrell, F.E., 2001. Regression Modeling Strategies: With Applications to Linear Models, Logistic Regression, and Survival Analysis. Springer Science + Business Media
Inc., New York.
Helle, P., Muona, J., 1985. Invertebrate numbers in edges between clear-fellings and
mature forests in Northern Finland. Silva Fenn. 19, 281–294.
Jäntti, A., Aho, T., Hakkarainen, H., Kuitunen, M., Suhonen, J., 2001. Prey depletion
by the foraging of the Eurasian treecreeper, Certhia familiaris, on tree-trunk
arthropods. Oecologia 128, 488–491.
Kern, M.D., Cowie, R.J., 2002. Ptilochronology proves unreliable in studies of nestling
Pied Flycatchers. Ibis 144, 23–29.
Khattree, R., Naik, D.N., 2000. Multivariate Data Reduction and Discrimination with
SAS© Software. SAS Institute Inc., Cary, NC.
Lens, L., Eggermont, H., 2008. Fluctuating asymmetry as a putative marker of humaninduced stress in avian conservation. Bird Conserv. Int. 18, S125–S143.
Lessells, C.M., Boag, P.T., 1987. Unrepeatable repeatabilities: a common mistake. Auk
104, 116–121.
Leung, B., Knopper, L., Mineau, P., 2003. A critical assessment of the utility of ﬂuctuating asymmetry as a biomarker of anthropogenic stress. In: Polak, M. (Ed.),
Developmental Instability: Causes and Consequences. Oxford University Press,
Oxford, UK, pp. 415–426.
Littell, R.C., Milliken, G.A., Stroup, W.W., Wolﬁnger, R.D., 2006. SAS System for Mixed
Models. SAS Institute, Cary, NC.

75

McGarigal, K., Cushman, S.A., Neel, M.C., Ene, E., 2002. FRAGSTATS: Spatial Pattern Analysis Program for Categorical Maps, Available at http://www.umass.
edu/landeco/research/fragstats/fragstats.html (accessed 4.5.2011).
Pettersson, R.B., Ball, J.P., Renhorn, K., Esseen, P., Sjöberg, K., 1995. Invertebrate communities in boreal forest canopies as inﬂuenced by forestry and lichens with
implications for passerine birds. Biol. Conserv. 74, 57–63.
Sekercioglu, C.H., Ehrlich, P.R., Daily, G.C., Aygen, D., Goehring, D., Sandi, R.F., 2002.
Disappearance of insectivorous birds from tropical forest fragments. Proc. Natl.
Acad. Sci. U.S.A. 99, 263–267.
Stratford, J.A., Stouffer, P.C., 2001. Reduced feather growth rates of two common
birds inhabiting central Amazonian forest fragments. Conserv. Biol. 15, 721–728.
Suhonen, J., Kuitunen, M., 1991. Intersexual foraging niche differentiation within
the breeding pair in the Common Treecreeper Certhia familiaris. Ornis Scand. 22,
313–318.
Suorsa, P., Helle, H., Koivunen, V., Huhta, E., Nikula, A., Hakkarainen, H., 2004. Effects
of forest patch size on physiological stress and immunocompetence in an areasensitive passerine, the Eurasian treecreeper (Certhia familiaris): an experiment.
Proc. R. Soc. B 271, 435–440.
Suorsa, P., Huhta, E., Nikula, A., Nikinmaa, M., Jäntti, A., Helle, H., Hakkarainen,
H., 2003. Forest management is associated with physiological stress in an oldgrowth forest passerine. Proc. R. Soc. B 270, 963–969.
Suorsa, P., Huhta, E., Jäntti, A., Nikula, A., Helle, H., Kuitunen, M., Koivunen, V.,
Hakkarainen, H., 2005. Thresholds in selection of breeding habitat by the
Eurasian treecreeper (Certhia familiaris). Biol. Conserv. 121, 443–452.
Tomppo, E., Olsson, H., Ståhl, G., Nilsson, M., Hagner, O., Katila, M., 2008. Combining
national forest inventory ﬁeld plots and remote sensing data for forest databases.
Remote Sens. Environ. 112, 1982–1999.
Yosef, R., Grubb, T.C., 1992. Territory size inﬂuences nutritional condition in nonbreeding loggerhead shrikes (Lanius ludovicianus): a ptilochronology approach.
Conserv. Biol. 6, 447–449.
Zanette, L., Doyle, P., Tremont, S.M., 2000. Food shortage in small fragments: evidence from an area-sensitive passerine. Ecology 81, 1654–1666.

